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(2) 

1 

[&#* 1 1 k hi&mrjrts. >©# y fh© 
4>&< t& i ^icosrsottsic^ssfe^^-r^^ 

2~3 H^-f >w©5'6©^"fn*>ifl5Bfeb<tti:n 

&©fiEfiO»*^*3«<OttttT»*, &#*ike«© 

ca#* 5 ] ^astts^rr f ©$*&»# 
■5, E*WMl2©75yRE#l , «sn*, a#*i~- 

[11**6] E*MMI3©*fi£E*n!*3n*, a? 

* 5 \zm<ov&* >/i^k=£3- F-rsae?. 
[a#* 7 ] 4s«tt^tts^^ f 0$ A&ea* 

t Hb»7^5 >©# 'J F«©» 

>w*c**, E?j#^4®7syBt£*rc&$n*, is 
#* i - 3 ©v»rn^»cE*o»^^ >/t*s. 

[«**8] E?>J#*§5e>:!£gE3*JT&£ft£, 

* 7 KE*©tt#* >W B & □ - Ft" aafir?. 

9 ] ^SJSttfcSrr*"*:/^ F©*A{fcRtf 
t>Jliiffl7J^S>0#y^^H«©3S2'-3 FjW 

E*Wt6 075./6SE?tJT3<£n£, S5 30 

#* 1 ~ 3 ovi-j" n*»icE«o»^^ >wh. 
ia#*io3 E?j#§7 0ise^3n5. a 
#* 9 KE*©«r&* > w 3 - FT sae* . 

[B#* 1 1 3 £8i£tt£*rr F©s*AttlI 
**3T&S, E*l#*t8©7Sy'KEaiTaan*, a 

#* i - 3 ©w? n^icE«©gfc-&^ >/t*», 
[B#*i 23 E?ij##9©iasE^iT«sn*» a 

#*i iKE«©»^>^fHS3-H-rsae : P. 
cat** 13] a*®6> 8, i os^m 2©wr 40 

n*tcE«©ae^ £^rr s^^^f 

4] fJE»iM.^2*-*«:/7*5 FpT 
L 2 Bm I — 1 0 0 0T&&> MMI1 3 tz:E«CDifi& 

[Sl#*l 5] §&E^^-*«^7X5 F pTL 2 B 
mI-0100T*5, Bl#* 1 3 fcE*©ft&*."^ 

[Sfl#*163 iUE^^^-^y^XS FpTL2B 
m I - 0 0 1 0 SI** 1 3 tCE8©»&*.'<£ 



ftB8¥8-5 350 0 

2 

[»**1 7] IUE^^~*^X5HpTL2B 
m I - 0 0 0 1 Tfc<£>, 1 3 fcE«©a&&"<2 

[»#* 1 8 3 a:** 13-17 co^rn^icE*© 

[§i3**l 9] 1g*aBJfi*^S»*-> v /*y*ns-t 
7, (Schizosaccharomyces pombe ) a 

38*1 8lCE«©^Hte^(*:. 

[9** 2 0 3 SlJS* 1 8 * tt\t 1 9 £Ett©»R6 

[000 1] 

[m&±.<Dm%#m 

^^^~jc«koT^®te»$n^*«BBa©jesi£ 
»#ra;icft#KiE&#£^*>M£*>/^«©«s 

[000 2] 

[«£3fe©ttffi] «©m«^^tu-r^w«& tt« 

[0 0 0 33 £feffit>SnTt»**<©1H«JWtt. 81ft 
fc*V>tt*>/t£*©££lfc*£IB£U 
M&bS&*<b©T&£. b3^l/3ft*«62:n6©IHft?W"C 
tt, ««BJfitiE««lJiai:©KS>WBIl3&:fc«D, *-©$* 

fc c n e> ©iaa«i»®»***/hs** j: tic^oxm 
«TSfc©T**#, «©te«T^lz^SI^<b©««5 

[00043 mn&omM<mw£.\t&<0mtifi*z 

•6. -^LTjfliM»C»*«, Jlil«rt&WM©T»C»?) 

a*aijiB^SH*«aL,» ^wa§§©^K*ic§ia6A 

T*. ^©^•53*&7.x^^'^ST«m«ffi©KglC 
IS#-rsi:#it^nTV5^> a.A. Uotta et ah: Lab. 
Invest., 49, 636-649(1983)) . <koTJg<E&ISg3U 
WS8©fc8i>fcH» lEO^r^^HtnA^^t 

fis^mns«t^j&-r*© : £ss-r-5>t)© 

i N.I. Humphries et ah: Science, 223, 467-470 (198 
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(3) 



8-53500 



iS£&§-r*#lK A. Isoai et al.: Jpd. J. 

Cancer Res.. 81. 909-914 (1990)) , «8&ng»©# 
^=£Hg-r-5^H R.M. Scbultz et a!.: Can 

cer Res.. 48, 5539-5545 (1988)) tl«. 

CO 0 0 5] *RB#6«ftgfc 

T6*:^Ffc&#K^fc©«£fcfcfl#ttiS£ifee 
^of^sai/Tv>*. -r&fc%, E*m©E*j#^ 1 ©7 

3-3 4 9 9 3#^«, A. Isoai et al.: Jpn. J. Can 
cer Res.. 81. 909-914 (1990) fc«ktf A. Isoai eta 
1.: Cancer Res., 52, 1422-1426 (1992) ) t* lfafi!7 

(ftgg¥4-2 5 40 0 0^, (34-3 0 0 8 9 9*1, 
fpJ4-30090 0^&$*5«fctf Biocnem. Biopnys. R 
es. Conmun., 192, 7-14 (1993) ) . 

CO 0 0 6] £©Jfc3K#ffifc«tel^g»tt£^-r* 

ftfrfttomttittftSfc^ aftcn&©#ftl*«»T 
0 9 75yKaSSWr*Kil^>/^»T», 

* h»fct>»fli«fct)i8i.rLt)afiT$6<>oTefe^ 

[0 0 0 7) 

«*Tfc$nfcfc©T> ^aett^rs^y^F* t 

0frttE3Wt 1 ©7 5yKE^JT^$ns^y5 L F 
(SMESM^^F) tJtfll7^ys>*©^?air 
?■£©$£# 0ME£IH£F»£* ££*© 
fc^tt*>^2K-^:/^F18£ftfcfW.T> »£^sa 

CO 008] 

fc. Attica, ^aiStts^rrsa^^w^i'Ksn 
-Ffsafc^sKth -rTtcaasnw* 

>/^«©^^mU^<5iVi5 , b©T**. 
[0 0 0 9] rtt*3"6*»WlCJ:ntf, fc MhflT/'Jl':/ 



s >©# u Fie^ < t «b i o£*±©mia©{a: 
co o 1 03 c^t, ±E*aett&wr*^^F© 

$A<£fBa> t Mfnffll7;^5>©^U^^K®©7 

^«®2-3 F^-f >ra©«©^rnjfciiBffi£i/< 

JO [0 0 113 *fc*SB9HC«kntf, ±KSfc'&* 

a, j:Eae**£#T*fc»*.'<**-aHa**sn 

CO 0 1 2] *fc*»WlCJ:ntf» ±Em^^^^- 

Ti&£fflifi£#aiafcLTfc*, 
[o o i 33 s&ic*«M»c«fcna, ±K^»tKft#& 

20 ©»£#»*«««£ n*. 

[0 0 14] *«WlCOViT»5zEr<5. fcfc r& 

CO 0 l 53 ±JELfc«fc5K:, EM#-^i©75/KE 

jrassna^^F 08te^a*^^F) titmr 
jizrs. >^©£#K$H^©gr&# era*) #«ftfc 
jgte&ffigfs&fc t>o t v» 5 c s ic«fc o r 

Tfc«&£nTv>*. ta>Lfca«^ ±Ett^#aft* 
30 m*>K>7n&&mz&K>ft&tznfth<br$>*)* tut 

±E«IE»IB«'<^5 L FtJlllfll7Jl'ys>t©Pi#©te 

£gs&a> *8tt*;n»y-f5FTje^^tifc«3»Tfc 

[0 0 1 63 *5fiW#6«. kMI705>?>/1 
^a©#U^^F«©9f«©ttfi<C«(E^ifi^^ 
F£$AT*£i:l::«fcrDT* t hM7Jl/"/5 >©* > 

tt«+»K:58»U«5«5IE»!fi*»^^W«^«&afi 

40 [0 0 1 73 Attftfctk *rtFjhfl!7;^5>&n 
-FTsae^i:, Bte^E^^FSa-F-r^a 

e^s-etmnesu ia#©#u^^H«a©^© 

[ooi83 tFjfc»7Jir^s>*3-Fr*ae ; f- 
a, jeF*u<a«te»H«^^Fae? : §iJiAT*© 

lc&t-££5K&£L£t>©#/8v>*©#<}:Vi. c©& 

act Fjh«i7;w^5>ae?-©ff»©fc*icjB^a^« 

cothMJ^^afifli. 09*. a, fchffFBcD 
50 NAH^7'J-i0^77SHpILMALB5 (S 
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(< 

5 

5m5#£P£f?r»6^>*> <DiHIBS*Pvu I I 
-Hindi I \ttfrZ7u-7£\sT9u-->>ft 
ZZ.tmz£K>n*Z:tifiH%Z>. ft*, thshftTfr 

n-->^Ufcfc hjta«7Jl':/5>afciF : fc-t©lfiWfc 
A£fc©T&.&. #&iB»;:*tts rt hifo?j|7;v:7* 

CO 0 1 93 &SO«*fiR(ftT»ajiBIE»l!a*^^H 
a&FBAfiMfctt, khjhfl!7;^5>0#U^^F . 

Vi&iBT*«»Ct*«»*UVi. MAtf, 7Sy5fcfig (N 

**a) »*v>tt*;v#*^*« (cm®) ft£\ 
#*_<=>ns&®a<a£Lv>., *fcs thjfiim7;^=> 

(Xiao, M,H..and Carter. D.C. Nature, 358:209-215, 

1992) , zmh^^^yom. tm®l-2H 

[0 0 2 0] t hjh»7^5>3te^O&3Ctt» 09*- 

>*lCftfc&£:8#UftW8««(feTfcD, frWVin 
©7 5yKfiB?fl*-«30I^^J:tt^l^ &SE 

«#t, 75y*«*5«fci/*^#^*>;v*«8^«!iia»* 

A f 1 I I ISJWfiMfcfc, mi~2 H^-f >WlC«0ia» 
«HindII I^TO=£, 3S2-3 H^-OWJCIH 

k#$e c o r i wm$w& j tft j enm*.Tze>tfifBt*> 

<omz\t. ±.®®mn#m®&z&M®w%\zTWtt 
•a. 

[0 0 2 2] ft*, JzSBMfe^aS^^Hae^O 
ifc&E^Jte, BBJiJ#^l©75/KKWr«$n3>^ 

£<®Eaw«**.6ni&*j^ a£Kttae^m&*. 



1) fcBB¥8-53 500 

6 

fcfflV>*«£«Wfi<&3 h*>®ffl^SK£fci*fc 
[0 0 2 3] f8V>S?t£$aJ&tLT«#J;:f&5£ 
chericbia coli) , £ 

h h**> sfc^ao 

yj&DS-fcT. • j£>"* (Scnizosaccharomyces pombe ) 

*UV*. uOV^yAQStX • #>^<DBI 
t*£LTti> «l*.««!r"ft#*tATCC3 8 3 9 9 (len- 
32b") ^ATCC384 3 6 (ura4-294b") 
*Vfl> • 9< 7-l3)]&v— • 3W->3> (ATC 
C) fc«|£SnTVs*fcOA^^6>n> A^pJte-c* 

[0 0 2 4] Ufc#oT*»EK*V>T», E^J#*J 1 

t^s nsi85fe^iB*^y^ h *3- H-raae^tt, 

X\t A. Nasim et a!.: Molecular Biology of ttaeFis 
sion Yeast, p. 263, Academic Press (1983) 

tt», (fcfc'U. E^J#^ 

2 5 0^SE^Jti> atRMte^^V (ATG) &&Xf 
aRKTi^^JW (TAA) «:f»tlniL/TV><5) . ft*, 
40 aCT©f^8S (•&*) tt^ h'JXXfiVS (NUC. Acid. 
Res. 10. p. 6553. (1982) ) ^A^75^-<hiS6 (Te 
trabedroD Letters 22. p.1859, (1981) ) ft£tf>«*0 

*tDNA^«S (DN A if-) ^ 

[0 0 2 5] ±|B®«fc5fcUTff8Ufc»T«©« 

50 TSoT, &lE^$H*'&*>/'<*K-£&afc^£&* 
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7 

TL2M (ftK¥ 5- 2 4 9 3 1 0 ^*a«) ^£WfiJ 

[0 0 2 6] &^T±Efi»&'<**-&S±fflifirtK 
3AU JBJIIE&#*1i*. 3filft^^^^-0«^«fi 10 

htt. u >K*;v>">A*a:S> Xl^hp#L">3 

WAJiKttU (X. Okazaki et al., Nucleic A 

cidsRes., 18, 6485-6489(1990)) §l:ioWJ;< 

51 23 
[0 0 2 7] £©£5£LT#enfc«miK&#£*g* 

[0 0 2 8] JgKIE»«£?fe»«"r«fc»<0««ltt^»T 
&D. YPDWfO^«««! (M. D. Rose et at.. 

"Methods In Yeast Genetics", Cold Spring Harbor L 
abol a tory Press (1990) r) *\ MBS^t*©S'M«! 

(K. Okazaki et a!., Nucleic Acids Res., 18, 6485- 30 
6489(1990)) ^SClft#©JS 
*tt. Mm 6-4 2^ »$Kt*2 5~~3 7«CT\ 

8~16 8^ffl> #£L<te2 4-7 2f§RflfT5. 

[0 0 2 9] J&£tt+lc££l*fc«*&* 
D?b^77^-^tO§^^t^^ 77^ 4L 

[0 0 3 0] Wi.|ll«LfcB**W^*<M*8fc&8s 
fcLTtt, ^a©^XT l ^>^n^xw>^ft^ftiffl 

fct 7SyS»«T. 75/**»ff. -fcfcifi#*T&£ 
[0 0 3 1] fc*3, ^Efffl**, S5»J*©SBW#^2© 5 



4$B8¥8-5 3 50 0 

&H«^3 i r : £5S*Al/fc'b<&T&D ;E3Wt4£>7 
5/KE^]TS3n*fii'&$'>^£Stt:* thJfafllTJV 
75><Z>3i?«J^:/5PF«(&S!l~2 F^-fXBIfcE^JS 

#^6<075/fcEflTasna&£*>/1£W** t 
hllam7JW:/S>0#y*:/^r**0j&2~3 V^f > 
RflfcEWft^ 1 Oftfe^H^^^ H fcSALfcfcOT 
;E*JS#8©75yKEWT*3n*tt&*:'/* 

&<bare&<&. E?»J#*t3, 5, 7*a:r;9©«ise^ 

\t. ^n-^n. E3*J##2, 4. 6£<fctf8©&75/ 
KE^JT^$nsffi<£^SSSi-&^>/15'R&3-r i "r 

[00 32] 

IB SIXTH <W*.tiJ. Sambrook et al. : Molecu 
lar Cloning. A Laboratory Manual. 2nd ed. Cold Spr 
ing Harbor Laboratory Press, Cold Spring Harbor, N 
ewYork, USA, 1989.) \Zft-ott. 
[0 0 3 3] 8<te£IB£'V7^r ? £3-F 

^.#>^©3h*>fffliS (Nasio, A. et al: Molec 
ular Biology of the Fission Yeast, Academic Press, 
1989, p263.) K-S-irr, EWflMtl 0*5«fctfl 1 
SE^JT*Sn*2*©-*«*'J^DNAS, DNA 
(Applied Biosystems) SJHVvo&jfcU 
fc. E*U#^1 OCDJfiSEfllBu 5* £*S!ICtilB 

amH I ^<&ff ASHft£iM&3 F >ATGfc» 
3 * Jfcmz&ten F>-TAAtM®M%H i n d I I I 
^©ifA«ffi&«Al/&3te^O-fe>^«T»D, E^J 
##1 i(oaSE3Wi*®7:'?--fe>*«T&*. 

a. mmt* cne.2*s7o , CT7x-u>^tfc. 

I [0 0 3 4] cnt™tC7'77.5r ; pUC19 
(SfSii «*) 5» iWBamHl (£iB£ 
(tti) 53) ^i^H i n d 1 I I (SffiiS («0 55) T 
-mra-ftu 7xy-;uarH, x^y-;w«3BlcJ:*« 
©fl!>^, 75tfn-^yjU«a*W)U. #j2 6 0 0&g*t 

\zm^-rz>rt> hmu dna-prep (jaffi^ 

(#) Sfi) &fflVsfc3tf5Xli-XIS-C«aLfc. 

[0 0 3 5] tn&M*OSr)t€, DNAM^-: >a 
>*9h <«) fi) *ffl^T5-ry— >3>L 

fc. cn«:^i8®JMl 09« (SSig (*) S) 
3 AlTTOlftUm 7>tf^y>Wtt*#*, 
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1WF8-5 3 5 00 



10 



X-gal TV— h±T6DO:i— £tgjK"f S#-7tV 7 
£o->£X£'J— x>^U Btt<D7*5X£ 
^«sUB amH I *3«fct/H i n d I I I -ffi^W 

\zmi oasj*o*a»»rfrsitp i 2a$^. 7;v 

;frU-SDSfcfcftoTp I 2A£*ftPESU f&Ufggl 

[0 0 3 6] tuffim 2 ] mmn 3 ®8-£&-i&ift& 

^>/^SaGfm%W^-pTL 2 Bm 1 - 10 
1 0 0 0 ©f£8" 

fc MFfKc DNAH^U-.kOpUC 1 9±fc*a 
-~>:7*L£:t hiafa7;^S>cDNASrftStt 

<T-fcm>TPCR«B£frfcV^ JfcViT«HK»*N 
c o I (SfiiS «*) 3D 33«fctfH i n d I I I iCfco 
T*$PS5 <»#i8te) Sfrfe-Dfc. 7x/-;u#mK 

x^y-jwt*fc«fc 7#a-xy;u«&8c 
»u I9i 8 o oJgg^icffiSf 5/oK£iamu d 

NA-PREP£^fc#5Xtf-X&T8l$iU »A 2? 

[0 0 3 7] S&fcdttittSMl::. 2/ Vlt 7. 
•#>^&:§|^*-pTL2M£ffl£:Ufc. ZO*? 

^-pTL2Mlt *m$tw%w$"?\zm&vith<D 

T&£ 5 -2 4 9 3 1 0 ^HISS) . SisTlZ* 

[0 0 3 8] [^$--pRL2M<D«*R] 
C^ftTWfiSllfcp c D4 C AT* B amH I T9)8t 
U CATie^4t7'fy-y3>'U. pcD4 
^filfc. pcD4^BamHlT|5^liU. 30 
y-5"3 >UTp c D 4 B&feSSLft 

<ftH¥5- 1 5 3 8 0*!&«) . 

[0 0 3 9] t©^9^5HpcD4B*MIB»*Sa 
c I"Cffi-lfc«, **8fcT4DNA#U*5~ tf-WiMS 
U S6l:W5gBamHItlfl:im 7x7- 

4 5 0 OttJ^ICffiySTaDNAfcfilRLifc. 

[0040] z\nt\m\z, tb»m&im&&* 

©Wlil-A— DNA7-f^7'J- (p c DK&f 40 

-) *^«i©^Jc«kDPisaufe. ssi-:, K«w»e.n 

TU5t MJ#3^> I OJtfeT-S^J (Nature, 320, 
77,(1986)) <D5*>* ^>/t^SK)N^{ffl7SyKffi 
3^*3- HI** 5 0:&g©&£^ffi3aj£DNA7*a-7 
£UT±ft©"M7^y— Jtfr&y#3;i'9"'> I WitGr""- 
£3DXWW7U^tf-S'3>fc»c£DlSrt§U £ 

fci?D->SpcDl IpoItWfc. 0ftBfl*F5 
- 1 5 3 8 0^S) . -ebT-lOkh'J^^^I 50 



«^ (cDNA) £-&tf^*-pcD 1 i p o I & 
IHHBMKXmn I^BamHITiBft^. 7x 

6ic7^D-^yji/«&a*»«, tf^t-XS-icio 

Tittl 3 0 0^S^I'ffi^-r*DNA^«SLfc. 
[0 0 4 1] F95DNA*7-f **-v3>l/fcft. dtl* 
*B8®DH5# (SCff« (*) S) K?*ALTJ&KI£& 

iT5^^-pRL2L (BJ5) fcfto fc"t*K*ga# 
£X£'J-x>£fbfc. &#JtSE^J©«Bfc«fctffliJIS 

fc. 

[0 0 4 2] :0U^JV?>1%^^-PRL2 
L£MlgB?$Ec oR IfcitfH 1 n d I I irmit 
U 7x/-JHfttti, x$*/-JU£tJB©&> 7#a-* 

y;i/«st*»icj:o»5 o o oms^icffi^-r-s;t>r* 

SflOIHU #7Xfc*-X8n?«fiLfc. JLtlfcttSM 
fc % &*KD79*S FpUC 1 9M#*EcoR I 
fcitfH indlll TiMtU 7x/-JVffiW* X* 

y-Ait«©«. #U7^u^7s r*yjvm^*»icj: 

[0 0 4 3] cn&P8*©WrM-*5-fy-*>3>0«, 
7<^]lfDH5«c^^lie^UTBWt-r*^i-^-pR 
L2M (H6) SX^iJ-->^Lt. &#&SE^J<*> 

SUtSlSBbfe. 
[0 0 4 4] pTL 2M<Of£S3 iiEpRL 

TTGACTAGTTATTAATA6TA-3' »J ^x^^*> U 

# r* 5' -CTAGAAnCACATGnTGAAAAAGTGTCTTTATC- 

3' £-&j£7*?"f-?~iU*t\ Taqf>'J^7-^ffl 
^fcPCRfcO:t>TewmH--£«iHUfc. MfE»$Sp 
el^EcoRlt^ffiU 7xy-;Wftffl, 

x*/-Mt»©&. 7#D-*y;u«aJWfci*u:i)tt 

XfcTffiKLfc. 

[0 04 5] untttgiJl:. pRL2MM» 

3RS p e 1 *5<fctfE c oR I TififcU 7x/-;H4 

x£-y-;i/8:R©&, 7^a-^y;w«a*»»*:± 

0W4 5 0 0i£g#lCffi^T*A>K&«9ttiU #5 

3>®&, *!8@DH5l*&*&«*K&bT@«£-r*^ 
^^-pTL2M (07) S^i"U-X>5fl/fc. 
ffiSE^JO"SB*i^ft!l"a»*«fcH©^fi^5BWO^ 
C t fclSBUfc. 
[0 0 4 6] C(0«k5JCtT^»U^pTL2MS:MiS 
K^A f 1 I I I fccfctfH i n d I I I T-ffi^itt, 
«I5 0 0 oaa»Kffi3T<V*>K*"3ab&. 
[0 0 4 7] ^UT±fEJfA»rn-i:*:<7)%"S^^^-p 
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( 

ij 

fc, DNA5< y— ^3>4r-y hfcffiV>T7-f y—>3 
^n^BS®DH5« («0 fi) \Zf* 

ALT^SSIE&Ufc&, B»G>:/7A5FpTL2Bm 
aSffc. 7;P*U-SDSftlC^t5TpTL2Bma 

ttBl/fc, 

[0 0 4 8] a&lC&SSfcllTfeJiLfcp I 

t lt, mn&m 9*3ir;2 ooasEmr&stt* 

7^-7-£ffil>TPCRit<®£fTfcV>, fSOISSffSNc 
o Ifc^tfA f 1 I I I tZX.oTlZtiim&ffte'olt. 
7x/-JM*ffl, X*y-^«3REJ:**»<D»* 7£ 

Hyjw«^.*S)iCck0iW7 ota£*Nc«ys?-s 

[0 0 4 93 CCDJtG : f»f>t<}:±l2pTL 2 Bma<DM 
iEBSNc o I 7 0 0 0Jfi3# 

lC«S-T*/t>}«€rDNA-PREP*fflV>T»«) £ 
<D&t-2#&. DNA^y-i >a>*y b£ffiV>T^-f 
y— >3>Lfc. j:nS:^ffi®DH5Wc3IAUT^K 
KiftU&ft, BW©^7X5HpTL2BmI-100 
O&Sfc. 7JV*U-SDS^lC^TpTL2BmI 
- 1 0 0 0 ***H»U «8&S&00fe8M3<fctf& 
3SE*)fc£fc«fcoT, Be?!l*#3©ffiiE5iJ^-3fc^ 

[00503 i%fem 3 3 e#j#*i 5 omum 

0 10 

t hfFFicDNA^^7'J-^t)pUC 1 9±£jm 
-->iftfckhJfliffl7;i'^5>cDNA*»a!i:t 
T, E^J#^1 2*5«fctf 1 4©a£EBIT£an*7*? 

•YT-*j8HTPCRjais£ff&v», *v»-ciaia»*N 

c o 1 *5<fctfH i n d I I I »Z«t"3T*i8B!HS*ff»-3 

7«D-X^«a»»U *?J5 5 0mS^JCffl^-r* 
/OKSttttiU DNA-PREP*ffl^Jk3tf9XK— 

[0 0 5 1]-*, JintraiC. f^tcDNAW 

$Hind!II K±oT*agffl»«:fTfcr3fc. 7x; 
-M&ffi, x*/~;Mfc»fc:J:*«tt0fL 7#n-a 

y;v«^«ju *n 3 5 o&sai;:*s=i-r*n>F£ 

WHJU DNA-PREP^ffi^7^k'-XftT« 
fit, #A«rfr2i:Ufc. 
[0 0 5 2] SSKuntfcJMK* HJSW2<D«^iH 

*-pTL2M£E&U £©"**$N-pTL2M£1W 
®»»A f 1 I I I *5<fctf H i n d I I 1 "C-Sm-ft 
U tt5 0 0 0««»fc«£T*/t>H«:Wffll/&. 



) ftKi¥8 - 5 3 5 0 0 

[0 0 5 3] -tLT±B#A0rfr2#iH<B58JB'*** 
- p T L 2 MO±ESS»SSlc<i:^-S^{b^ tOgf 3 

Btt07?X3 FpTL2Bmb^. 7;P£ 
U-SDS&IC^TpTL2BmbS:^:ftra©L, ® 
K»*JfeH©f£»*3*tfS«EW^I£.fc"3T, BW© 

[oo54] -&e>\zmmm it ftmi.it p i 2A£tss 

10 £VT, E?Wt2 l*3«fctf 2 2©&SE*JTaan* 
^9-r^-ftfflV»TPCRiifliSfifeV», filJBBMRHi 
ndl I I K,fc-3T*«H«i£fTfco&. 7j;-;H4 

[0 0 5 5] C03fi&?»rn-t±EpTL2BinbO^I 
fEB&H i n d I I I iBfttfc (ffl5»ffift«, «7 0 0 0 
FtDNA-P REP *JflV»T« 

a> T5-fy->3>t&. cn^ISDH5«tl:iAU 
TJ^HI5ftl/fca, BW07*7X5FpTL2BmI - 
OlOOfcffc. 7;V*U-SDS^»cS£oTpTL2 
Bm I - 0 1 0 0 fcfc*H94U $|RB$*&H0Dff;£& 
«ktf«SE81fc£fc.fc«3-C, E^J#^5©mSE^JS:^ 
■oft? 7*2. \tT-$>Z>Z£*VmVtt.. 
[0 0 5 63 te£86«!4] £?iJ##7CD&fc&IE£Si£ 
*>^®a£T£^OSESP^*-pTL2BmI - 
0 0 1 00)^S 

t MfFBcDNA5^^5U-J:0pUC 1 9±\Z?n 

t, e#i#mii 2^«kr;i 6ottSEj«T*an*^ 

<fT-«rJ8^TPCRi8ra&fT&V>, &V i TIHI&BI&N 
c o I *5«fctf E c o R I (SfSiS (ft) 98) K,fcoT5fc 

^gaffl^fr^o^. 7xy-juaa, x*/-;nt*fc 
7#o-*y;i'ma»»u «noo 

ffiSW»C«a-r*A>H*«WU DNA-PREP& 
^fc#7Xk*-XfcT*88iU #A*rfrl£Ufc. 
[0 0 5 7] -7j> HftfcttJWfc, I^CcDNAM 
tLTs E*J##1 7 43<fctfl 3©^SE^T^$n<& 
40 79-f*7-fcJBV>TPCRii©£fTfcV>, SfcV>"CffiUH» 
&E c o R I £<fct/H i n d I I I lC«fcoT*SSlMB& 

fffc^fc. x^y-;wtt»iCcks«© 

7#D-xy«/*»8c«lU **l7 0 04IS^ICffi 
S*r*/t>H*«tflU DNA-PREPSfflUt^ 

[0058] a&c^nttts>jtc, mmm2<om^t^ 

^-pTL2MSfflSU C(D^^-pTL2M^ 
KB5SIA f 1 I I I ^cfct^H 1 n d I I I TZlift; 
50 V, ftoSO 0 0£g#llffi3t-&/1>K£t8ffib&. 
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( 

13 

[0 0 5 93 ^UT±EffAWfr 2*td©«a^^ 

3>L,fc. C:ft£*IS®DH5fclCi*ALT^HlK&L 
@W0^7X5HpTL2Bmc^. 7JV# 
U-SDS&KftoTpTL2Bmb«:;*:figi8KU SO 
R»**&B©f£8a**tfS«E*JftJ£C±oT, BW© 
&gE^J£8-3*::7*5*S KT&fcCtfcfcBUfc. 
[0 0 6 0] 26CSdmitffHl/fcp I 2A&8S 
tLT. E3*J§^2 3£«J;tf2 4 ©JflSEWT^Sn* 
75-fT-£fflV>TPCRiHI£fTftV>. M»£Ec 
OR 1 fc£-3T*«SEHffi&fTfcofc. 7x/-JWSffl. 

£»»fc«fcD«7 0*SJ*lcffiar*A>l«*«|iJU 

[0 0 6 1] Zl©3§feT(&r)ta:±iapTL2BmcOK 
KB#EcoR Ii8fcft£©ft2#«:, DNA?-fy- 
v3>*^h£fflV>T7-fy—>3>Lfc. cnSr^ffi 

HpTL2BmI-0010$#fc. 7JW&U-SDS 
Sl:«oTpTL2BmI -0 0 1 0 fc*ftW»U ffl 
S»*JftB<0fe»*£tf^E#Jft£lC«k-3't\ E?J# 
4f7 0jggE5*J£«h>fc:7*7;*S H-Cfe-SCt^?ISL 

[0062] mv&m 5 ] e*j#*§- 9 v>mim mmm& 

9 >A 2 Mftfirffc^ * P T L 2 B m I - 

0 0 0 1 <Df£IS 

thff»cDNA^^7U-«k0pUCl 
-->^L^t hJtai*7/l'75>cDNA*l»S!fcl. 

t, ejwi 1 2*s«fctf 1 8©t&gE*rassn*:/5 

^■7-^^TPCR«e*fffe^, *V>Tft!!fB»*N 
C O I *5<ktf A f 1 I I I !C«koTS|5«W®S:ff 

7#n-*y;V«&*»U »1 8 0 OJgSftlCfflS-f 
SA>F£«MJU DNA-PREPSfflVifctf^Atf 

[0 0 6 3] -75, antral', ^2SM2CD*^t^ 

*-pTL2M£/fl:&U C©^3'-pTL2M$ia 
(®H#A f 1 I I I *5«fctfH i n d I I I T-fiiBfl; 
U i^5 0 0 0ffiSWlC«S-r*A->HS:^aUfc. 
[0 0 6 4] *UTJ:f2#A»r)i-fc;r©388'S**-p 
TL2MO±CIWIE»*JCJ:*-a«<fc«Ji:©tt2* 
£, DNA7-fy-ya>+y h£/8Vrf7-f *>3 

BWcoy^AS HpTL2Bmd&f&. 7/WtMJ 
~SDS£lCftoTpTL2Bmd&*«S!53L, 
S*«!»B©fm*J:tf8teE*]ft£lC«J:oT, @*J©& 

[0 0 6 5] ^^ICMlMLfcp I 2A« 



8) #R]¥8 - 5 3 50 0 

14 

6?&N c o I £<fcl/H I n d I I I (D~mmit\z^x 
5fc808ffi£fxftK 7xy-jM*a, x^y-;wit«»c 

[0 0 6 6] £©&fe^Brtt-£±EpTL2Bmb<Z)ta 

Egi^A f 1 1 1 1 m&m{t& »7 0 0 om 

8ttfcfc3t-*n>F*DNA-PREP*JBV>T« 
®) £©tt2#S. DNA5-fy~>3>*t/h£ffiV> 
i0 T7^y— >3>bfc. dnS*»aDH5*K*Al/ 
TJBRfeftb&ft, BW©7*7X5HpTL2Bml- 
0 00 1&#fc. 7;V*U-SDS^iC^oTpTL2 

Bmi-oooi s^iMKi, mmm*im<Dt£9& 
&vmMMmfrm\z&vT* E3*j«ft9<z>&&E8i&ft 

[0 0 6 7] d-CMltpTL 2 Bm I - 0 0 0 1 
£. OT¥JCpTL2BmI fcESTT*. 
[0 0 6 8] [£ft£0!l6] %S^^-pTL2BmI 

20 o 5 -fe* • #>mu-1 ^>H*tt«u h- 

leul-3 2 (ATCC3 8 3 9 9) £n-f 
S'>««MB-leu-C10' *Sl&&/ml £ft**T 
£W£-frfc. fi<VM, *IC<J;*i5fc®&l 0» Mfift/ 
ml lCft*<fc5tCl 0 OraMftg'J^A (pH5. 
0) IC»»U 3 0tT6 0»W-f>^-hl&. 

*e>&, ±es«^i o o n \\z, m^mmp stiT 

ffiftlftipAL7 a. Okazaki et al.: Nucl. Acids R 
es. 18. 6485-6489 (1990)) lu giJitf2/ig(0M 
^^-pTL2BmISl 0ft 1 CDTE/1s/7r — IC 
30 ttftLfc&ttfcln*.. 50«PEG4000S290tf 
liO;LT<fc<ig£Lfc&. 3 0^^6 0^(81, 4 3^7 

ism ^it i oaraawic-f >^3.^-Kbfc. 

^TS4>^»JC*0PEG4 0 0 0&K5*tfc«, 1 
m 1 1 / 2 Y E L - L e u 

[0 0 6 9] £®JBMft>&l 0 On 1 £#JfcU 
IC 9 0 0 m 1 1/2YEL-Leu HftftL 

T, 3 2t3 0»ll9'f>^-M/m 3 0 0/il 
Sa^*^«mMMAlC^^Uy HUfc. 3 2tT3B 

iuw >+a^-hi. ^^n^se^#^G4 is$ 

4? 2 5/ig/m l-£trYEAJMBHL. S&lC32t:T7 
[o o 7 o] -7j, unttesuic, StE&Slg^^K 

hptl2m (mm &&zt 

pTL 2 Bm (W5-2 4 9 3 1 0^ailf) \Z~D 

>Y-U-)\,£h1iL. ft*, ^5X5 HpTL2Bml^ 

[0 0 7 1] [^7X5 HpTL2Bm©^8S] 
50 tttt£W3fcffiafc^>£r«fc9#4£3l*fc, t HJilfll 
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15 

7)V7S.>C DNA££tfS?*-p I LMALB5S 
MfcL WlTttS/WSXtUttY 5'-AGACCA 
TGGATGCACACACAAGAGTGAGGT-3' *«fc Xtt U :f ~> 0 
tfS^W^K 5' -CAGGAAACAGCTATGACCAT-3' fc'&fifc:/ 
Taq#'J*7-if£Jfl^fcPCRlC 
,fc^T@WBfr*£ii*ILfc. fftJBliSM&N c o I :fc«fctfH 

indi i i t-^jssss&u 7i;-jvaa. x^y- 
;wftJ8cD& Ttfa-xyjwm&fcttic.fcofcjisoo 

[0 0 7 23 cntli&JI:, pTL2M^®]Pg»3RAf 
1 I I I *3.fctfH 1 n d I I I TmU. Xx/-MB 

0*55 0 0 0JS&**fcftiiS-r*/1>F£«0aJU #7 
Xbr-XfcT85^fc. 

[00733 z.nzmmo&K&y'iy-- : /3><»&* 

L 2 Bm (0 8) £*£U-X>^Lfc. gBft&gE^J 

[0 0 7 41 [fUJSfl! 7 ] J&S§fc&#<D£*fcck tfMSB 

#i£®RG 4 1 8 (GIBCO BRL) £ 2 0 0 g/m 1 © 
tftST^tJ5 0m 1 ©YPDigife [ (2%^;lO-7. 
(fc)m& (*) 5$) , (Dl 
fco ) , 2X^W> (Difco ) ] IC, £ffi#i6 

fc. 1 0» ffl<0®#*&BU 

5 0mMh>JxM«IS (pH7. 5) T®»U j@ 

[00753 untrai:« 

fift^ *8&&V>Jtiap T L 2 M^tfpTL 2Bm^ 
[0 0 7 6} 8 ] SDS-#U7*IUV7S K 

SDS-PAGElCfcoT, Sli50!l7TfPSL&£JBK 

fc. tS*5feB2lCw'f. HH^feWS^i^fc, PT 
L2BmI lC*5m»IEJft#-Ctt, □ > ha-JbT** 
pTL2BmlC«k*»K<E»#»CtfceLT. SH^ ft 6 
9, 0 0 0O/t>H (1^0** *T^-T) ifl* Jffite^E 

1, 0 0 0CD&S (EH*, **T^-T) K&»UTV> 

* >/i 2 *© 3 o %mm-c$> i &. 



)) »K¥8-5 3 5 0 0 

i5 

[00773 [*ifiW9] ^xx^>^oyx^>yrc 

V i T £ HOT 8 t m& \t V T S D S - P A G E *fx fc o 
fc. #&n^y;VSPVDFK (Bio-Rad ) KIE^U 
jg£&E§^X^KlC^^ri# (A. Isoal et al.: 
Biochen. Biopbys. Res. Common. 192. 7-14 (1993)) 
£fflV>T*XX*>7ayX'<>^&fTV\ ECL (7 
(») 51) ICk-sTtftttiLfc. £*£E13lC7* 
to r. EBa*591&*»fcJ:5fc» £^tJ 
E^JlCffl^TS^M7 1,00 0 Wifi©tt®lCPi-0 

[0 0 7 81 [&»m 0] «G£IB«»£*>/1** 
©»» 

pTL 2 Bra I iat)ifi^Snft:IK^5. G 
4 18*2 5/ig/m 1 <D»arr-&tJ5 0ml ©YPD 
1 HWWftilUfca, G4 1 8*2 0 0 
a? jc g/mldttlU? NKDYPDiSJfiClxi 0 8 / 
ml ©ffi£Ttt«UT£6K:4Blffli&*l/&. 
mftO 4 f&ft© 5 0 mM r> U X^KISWifc (pH7. 

5) [1 2»iM©APMSF CWfcffX («0 K) . 2 
5tfMO-f^f> (fa#*fi& «*) 80 . 2raMOE 
DTA*-&ty] lC»»b«©#5XK--X (K-Hlf 
— £fflliT0'CT®5?<L£. 1 2. 0 0 0 r pm 
T2 0»M38^»Ufctt**^U««l8tTft»Ufc 
&> 6M^7X5»:&&£1 OmJiOmxK h- 
JW*-&/u£5 0 mM HJ X*fiK«8r« (pH7. 5) 

30 T5 Otl^We^JSflSbfca* 12. OOOrpm, 2 
0£|Hja*MNBUfcJ:fl!*0. lMNaCK ImME 
DTA, 2mM&7tMit)Vjr?'*>* 0. 2mMftfcS! 

6 ) V9 9-* >&&Aj1£ 5 OmMhV X&mBLtim (pH 
7. 5) "ClOOfS (v/v) fc4tnMfc*fc#Rb 
fc. 1^4-CTfitS^, FSntt»ES (753» l:T» 

istx— /i-D— xi 2*7Aicry;vaiau, 

C"3ViTSDS-PAGE^T^«fb^^4ft7 1. 0 0 

40 [0 0 7 91 [gffiftl 1 1 ] >^ 
^Hfi^l 0T«$lb^Ste^lS^^^>^^»IC-pU 

i (Albini et al.: Cancer Res. 47.3239-324 

5 (1987) ) iCttoTffofc. 8 umQ#7*"i X*» 

tt^nfc-^^^^'bJl' U7y#V (») 54) ©7^;V^ 
— ±@(c i o M g©T h>jy;w P^iz-f^ ^ 

(^) K) *!6*U ^ST-^^$itfe. ftffl&ftft 
50 C««*STffiiB*^ 2 4^©^;^-v-^V-MC-t 



-1587— 



(10) 
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17 



18 



D->B1 6FE7Mlt. 
[0 0 8 0] 1. 85kBQ/mlO [ l » I] 

IUdR (77->tA (80 W #£TT2BRIW&*U 

&ts 8t9&$n& i l " I] I UdR©&$t!B£ft8] 
bfc. ^^^©THKKU 0|£g/ml<Dkh7 

@*<z>«a©«fc&ifi§M£*w^s?£&£An, & io 

[0 0 8 1] i§«&7&, 7J)V*-(D±.M\zn-oT^ 
tf^-f-tf- (7"?*>*A (80 K) TTffiK&BjLfclS 

/^sicko, &m<D®®&^mzm&i<ftzz\t& 

[0 0 8 2] tits, ±fB0^^lC^^T«, t hjfilfl! 



mi~2 K*-r>ra, ^2-3 H^^>ra^fi<5 
e &n*. 

[00 8 3] 

[0 0 8 4] Ifcdbt, *»Wfc^ttS»KIEft#* 

[0 0 8 5] 

K*J#*I : 1 
E^JOS^ : 2 1 



E?J#^ : 2 
E^JO^S : 6 0 8 



Ala Glu Asp Gly Asp Ala Lys Thr Asp Gin Ala Glu Lys Ala Glu Gly 
15 10 15 

Ala Gly Asp Ala Lys 
20 21 

30 

KM 

Net Ala Glu Asp Gly Asp Ala Lys Thr Asp Gin Ala Glu Lys Ala Glu 
15 10 15 

Gly Ala Gly Asp Ser Lys Ala Asp Ala His Lys Ser Glu Val Ala His 

20 25 30 

Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He 

35 40 45 

Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys 

50 55 60 

Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu 
65 70 75 80 

Ser Ala Glu Asn Cys Asp Lys Ser Leu Bis Thr Leu Phe Gly Asp Lys 

85 90 95 

Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp 

100 105 110 

Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Pbe Leu Gin His 

115 120 125 

Lys Asp Asp Asn Pro Asn Leu Pro Arg Leo Val Arg Pro Glu Val Asp 

130 135 140 

Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys 
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(ID 

19 20 
145 150 155 160 

Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu 

165 170 175 

Leo Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys 

180 185 190 

Glu Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu 

195 200 205 

Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala 

210 215 220 

Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala 
225 230 235 240 

Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys 

245 250 255 

Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp 

260 265 270 

Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He Cys 

.275 280 285 

Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys 

290 295 300 

Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp Glu 
305 310 315 320 

Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys 

325 330 335 

Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met 

340 345 350 

Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu 

355 360 365 

Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys 

370 375 380 

Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe 
385 390 395 400 

Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys Glu 

405 410 415 

Leu Phe Lys Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val 

420 425 430 

Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu 

435 440 445 

Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro 

450 455 460 

Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu 
465 470 475 480 

Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val 

485 490 495 

Thr Lys Cys Cys Thr Glu Ser Len Val Asn Arg Arg Pro Cys Phe Ser 

500 505 510 

Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu 

515 520 525 

Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu Arg 

530 535 540 

Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro 



8-53500 
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(12) »BB¥-8 - 5 3 5 0 0 

ZL 22 
545 550 555 560 

Lys Ala Thr Lys Glu Gin Leo Lys Ala Val Met Asp Asp Phe Ala Ala 

565 570 575 

Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala 

580 585 590 

Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Glu Ala Ala Leu Gly Leu 
595 600 605 608 

3 E?]<£|&$! : c DNA to mRNA 

WM<D&Z : 1 8 3 0 EjajcDfta : 

: 10 4$m££TE^ : C D S 

: r^m #£&e : 1 . . l 8 3 O 

htfdi;- : ul&tt ft«*fc£Ufc#fc : E 

urn 

ATG GCC GAG GAC GGT GAC GCC AAG ACC GAC CAA GCT GAG AAG GCT GAG 48 

GGT GCC GGT GAC GCC AAG GCC ATG GAT GCA CAC AAG AGT GAG GTT GCT 96 

CAT CGG TTT AAA GAT TTG GGA GAA GAA AAT TTC AAA GCC TTG GTG TTG 144 

ATT GCC TTT GCT CAG TAT CTT CAG CAG TGT CCA TTT GAA GAT CAT GTA 192 

AAA TTA GTG AAT GAA GTA ACT GAA TTT GCA AAA ACA TGT GTA GCT GAT 240 

GAG TCA GCT GAA AAT TGT GAC AAA TCA CTT CAT ACC CTT TTT GGA GAC 288 

AAA TTA TGC ACA GTT GCA ACT CTT CGT GAA ACC TAT GGT GAA ATG GCT 336 

GAC TGC TGT GCA AAA CAA GAA CCT GAG AGA AAT GAA TGC TTC TTG CAA 384 

CAC AAA GAT GAC AAC CCA AAC CTC CCC CGA TTG GTG AGA CCA GAG GTT 432 

GAT GTG ATG TGC ACT GCT TTT CAT GAC AAT GAA GAG ACA TTT TTG AAA 480 

AAA TAC TTA TAT GAA ATT GCC AGA AGA CAT CCT TAC TTT TAT GCC CCG 528 

GAA CTC CTT TTC TTT GCT AAA AGG TAT AAA GCT GCT TTT ACA GAA TGT 576 

TGC CAA GCT GCT GAT AAA GCT GCC TGC CTG TTG CCA AAG CTC GAT GAA 624 

CTT CGG GAT GAA GGG AAG GCT TCG TCT GCC AAA CAG AGA CTC AAA TGT 672 

GCC AGT CTC CAA AAA TTT GGA GAA AGA GCT TTC AAA GCA TGG GCA GTG 720 

GCT CGC CTG AGC CAG AGA TTT CCC AAA GCT GAG TTT GCA GAA GTT TCC 768 

AAG TTA GTG ACA GAT CTT ACC AAA GTC CAC ACG GAA TGC TGC CAT GGA 816 

GAT CTG CTT GAA TGT GCT GAT GAC AGG GCG GAC CTT GCC AAG TAT ATC 864 

TGT GAA AAT CAG GAT TCG ATC TCC AGT AAA CTG AAG GAA TGC TGT GAA 912 

AAA CCT CTG TTG GAA AAA TCC CAC TGC ATT GCC GAA GTG GAA AAT GAT 960 

GAG ATG CCT GCT GAC TTG CCT TCA TTA GCT GCT GAT TTT GTT GAA AGT 1008 

AAG GAT GTT TGC AAA AAC TAT GCT GAG GCA AAG GAT GTC TTC CTG GGC 1056 

ATG TTT TTG TAT GAA TAT GCA AGA AGG CAT CCT GAT TAC TCT GTC GTG 1104 

CTG CTG CTG AGA CTT GCC AAG ACA TAT GAA ACC ACT CTA GAG AAG TGC 1152 

TGT GCC GCT GCA GAT CCT CAT GAA TGC TAT GCC AAA GTG TTC GAT GAA 1200 

TTT AAA CCT CTT GTG GAA GAG CCT CAG AAT TTA ATC AAA CAA AAC TGT 1248 

GAG CTT TTT AAG CAG CTT GGA GAG TAC AAA TTC CAG AAT GCG CTA TTA 1296 

GTT CGT TAC ACC AAG AAA GTA CCC CAA GTG TCA ACT CCA ACT CTT GTA 1344 

GAG GTC TCA AGA AAC CTA GGA AAA GTG GGC AGC AAA TGT TGT AAA CAT 1392 

CCT GAA GCA AAA AGA ATG CCC TGT GCA GAA GAC TAT CTA TCC GTG GTC 1440 

CTG AAC CAG TTA TGT GTG TTG CAT GAG AAA ACG CCA GTA AGT GAC AGA 1488 

GTC ACA AAA TGC TGC ACA GAG TCC TTG GTG AAC AGG CGA CCA TGC TTT 1536 

TCA GCT CTG GAA GTC GAT GAA ACA TAC GTT CCC AAA GAG TTT AAT GCT 1584 

GAA ACA TTC ACC TIC CAT GCA GAT ATA TGC ACA CTT TCT GAG AAG GAG 1632 

AGA CAA ATC AAG AAA CAA ACT GCA CTT GTT GAG CTC GTG AAA CAC AAG 1680 

CCC AAG GCA ACA AAA GAG CAA CTG AAA GCT GTT ATG GAT GAT TTC GCA 1728 

GCT TTT GTA GAG AAG TGC TGC AAG GCT GAC GAT AAG GAG ACC TGC TTT 1776 
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(13) ftH¥8- 5 3 5 00 

23 24 
GCC GAGGAGGGTAAAAAACTTGTTGCTGCAA^TCAAGCTGCC TTA GGC 1824 
nA TAA 1830 
: 4 h#D3>- : 

WMV>&.-£ : 6 3 1 E^coSSS : £>/t£R 

Met Asp Ala His Lys Ser Gin Val Ala His Arg Pbe Lys Asp Leu Gly 
15 10 15 

Glo Glu Aso Pbe Lys Ala Leu Val Lea He Ala Phe Ala Gin Tyr Leu 

20 25 30 

Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Aso Glu Val Thr 

35 40 45 

Glu Pbe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp 

50 55 60 

Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr 
65 70 75 80 

Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu 

85 90 95 

Pro Glu Arg Asa Glu Cys Phe Leu Glo His Lys Asp Asp Aso Pro Asn 

100 105 UO 

Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe 

115 120 125 

His Asp Aso Glu Glu Thr Pbe Leu Lys Lys Tyr Leu Tyr Glu He Ala 

130 135 140 

Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys 
145 150 155 160 

Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Glo Ala Ala Asp Lys Ala 

165 170 175 

Ala Cys Leu Leu Pro Lys Leu Ala Glu Asp Gly Asp Ala Lys Thr Asp 

180 185 190 

Glo Ala Glu Lys Ala Glu Gly Ala Gly Asp Ala Lys Leu Asp Glu Leu 

195 200 205 

Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala 

210 215 220 

Ser Leu Glo Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala 
225 230 235 240 

Arg Leu Ser Glo Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys 

245 250 255 

Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp 

260 265 270 

Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys 

275 280 285 

Glu Aso Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys 

290 295 300 

Pro Leu Leu Glu Lys Se; His Cys lie Ala Glu Val Glu Asn Asp Glu 
305 310 315 320 

Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys 

325 330 335 

Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met 
340 345 350 
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(14) -5 3 500 

25 26 
Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu 

355 360 365 

Leu Leu Arg Leu Ala Lys Thr Tyr Glu Ttar Thr Leu Glu Lys Cys Cys 

370 375 380 

Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe 
385 390 395 400 

Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys Glu 

405 410 415 

Leu Phe Lys Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val 

420 425 430 

Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu 

435 440 445 

Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro 

450 455 460 

Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu 
465 470 475 480 

Asd Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val 

485 490 495 

Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser 

500 505 510 

Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu 

515 520 525 

Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu Arg 

530 535 540 

Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro 
545 550 555 560 

Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala 

565 570 575 

Pbe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala 

580 585 590 

Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 

595 600 605 

Tyr Met Ala Glu Asp Gly Asp Ala Lys Thr Asp Gin Ala Glu Lys Ala 

610 615 620 

Glu Gly Ala Gly Asp Ala Lys 
625 630 631 

:5 S£5U0)3§i : c DNA to mRNA 



E*10g£ : 1 8 2 7 

&m<dm : m& ®i&£&-re^ : C D S 

m<D& : ^WS 40 ft&W : 1 . . 18 2 7 

ATG GAT GCA CAC AAG ACT GAG GTT GCT CAT CGG TTT AAA GAT TTG GGA 48 

GAA GAA AAT TTC AAA GCC TTG GTG TTG ATT GCC TTT GCT CAG TAT CTT 96 

CAG CAG TGT CCA TTT GAA GAT CAT GTA AAA TTA GTG AAT GAA GTA ACT 144 

GAA TTT GCA AAA ACA TGT GTA GCT GAT GAG TCA GCT GAA AAT TGT GAC 192 

AAA TCA CTT CAT ACC CTT TTT GGA GAC AAA TTA TGC ACA GTT GCA ACT 240 

CTT CGT GAA ACC TAT GGT GAA ATG GCT GAC TGC TGT GCA AAA CAA GAA 288 

CCT GAG AGA AAT GAA TGC TTC TTG CAA CAC AAA GAT GAC AAC CCA AAC 336 

CTC CCC CGA TTG GTG AGA CCA GAG GTT GAT GTG ATG TGC ACT GCT TTT 384 
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(15) 1WF8-5 3 50 0 

27 28 

CAT GAC AAT GAA GAG ACA TTT TTG AAA AAA TAC TTA TAT GAA ATT GCC 432 

AGA AGA CAT CCT TAC TTT TAT GCC CCG GAA CTC CTT TTC TTT GCT AAA 480 

AGG TAT AAA GCT GCT TTT ACA GAA TGT TGC CAA GCT GCT GAT AAA GCT 528 

GCC TGC CTG TTG CCA AAG CTT GCC GAG GAC GGT GAC GCC AAG ACC GAC 576 

CAA GCT GAG AAG GCT GAG GCT GCC GGT GAC GCC AAG CTT GAT GAA CTT 624 

CGG GAT GAA GGG AAG GCT TCG TCT GCC AAA CAG AGA CTC AAA TGT GCC 672 

AGT CTC CAA AAATTTGGAGAAAGAGCTTTCAAA GCA TGG GCA GTG GCT 720 

CGC CTG AGC CAG AGA TTT CCC AAA GCT GAG TTT GCA GAA GTT TCC AAG 768 

TTA GTG ACA GAT CTT ACC AAA GTC CAC ACG GAA TGC TGC CAT GGA GAT 816 

CTG CTT GAA TGT GCT GAT GAC AGG GCG GAC CTT GCC AAG TAT ATC TGT 864 

GAA AAT CAG GAT TCG ATC TCC AGT AAA CTG AAG GAA TGC TGT GAA AAA 912 

CCT CTG TTG GAA AAA TCC CAC TGC ATT GCC GAA GTG GAA AAT GAT GAG 960 

ATG CCT GCT GAC TTG CCT TCA TTA GCT GCT GAT TTT GTT GAA AGT AAG 1008 

GAT GTT TGC AAA AAC TAT GCT GAG GCA AAG GAT GTC TTC CTG GGC ATG 1056 

TTT TTG TAT GAA TAT GCA AGA AGG CAT CCT GAT TAC TCT GTC GTG CTG 1104 

CTG CTG AGA CTT GCC AAG ACA TAT GAA ACC ACT CTA GAG AAG TGC TGT 1152 

GCC GCT GCA GAT CCT CAT GAA TGC TAT GCC AAA GTG TTC GAT GAA TTT 1200 

AAA CCT CTT GTG GAA GAG CCT CAG AAT TTA ATC AAA CAA AAC TGT GAG 1248 

CTT TTT AAG CAG CTT GGA GAG TAC AAA TTC CAG AAT GCG CTA TTA GTT 1296 

CGT TAC ACC AAG AAA GTA CCC CAA GTG TCA ACT CCA ACT CTT GTA GAG 1344 

GTC TCA AGA AAC CTA GGA AAA GTG GGC AGC AAA TGT TGT AAA CAT CCT 1392 

GAA GCA AAA AGA ATG CCC TGT GCA GAA GAC TAT CTA TCC GTG GTC CTG 1440 

AAC CAG TTA TGT GTG TTG CAT GAG AAA ACG CCA GTA AGT GAC AGA GTC 1488 

ACA AAA TGC TGC ACA GAG TCC TTG GTG AAC AGG CGA CCA TGC TTT TCA 1536 

GCT CTG GAA GTC GAT GAA ACA TAC GTT CCC AAA GAG TTT AAT GCT GAA 1584 

ACA TTC ACC TTC CAT GCA GAT ATA TGC ACA CTT TCT GAG AAG GAG AGA 1632 

CAA ATC AAG AAA CAA ACT GCA CTT GTT GAG CTC GTG AAA CAC AAG CCC 1680 

AAG GCA ACA AAA GAG CAA CTG AAA GCT GTT ATG GAT GAT TTC GCA GCT 1728 

TTT GTA GAG AAG TGC TGC AAG GCT GAC GAT AAG GAG ACC TGC TTT GCC 1776 

GAG GAG GGT AAA AAA CTT GTT GCT GCA AGT CAA GCT GCC TTA GGC TTA 1824 

TAA 1827 
6 h#DS?- : figtt 
g2^J©&3 : 6 3 2 teFttDUM : 9>M?X 

Met Asp Ala His Lys Ser Gla Val Ala His Arg Phe Lys Asp Leu Gly 
1 5 10 .15 

Glu Glu Asn Phe Lys Ala Leo Yal Leo He Ala Phe Ala Gin Tyr Leu 

20 25 30 

Gin Gin Cys Pro Phe Glu Asp His Val Lys Leo Val Asn Gla Val Thr 

35 40 45 

Glo Phe Ala Lys Thr Cys Val Ala Asp Glo Ser Ala Glo Asn Cys Asp 

50 55 60 

Lys Ser Leo His Thr Leo Phe Gly Asp Lys Leo Cys Thr Val Ala Thr 
65 70 75 80 

Leo Arg Glo Thr Tyr Gly Glo Met Ala Asp Cys Cys Ala Lys Glo Glo 

85 90 95 

Pro Glo Arg Asn Glo Cys Phe Leo Glo His Lys Asp Asp Aso Pro Aso 

100 105 110 

Leo Pro Arg Leo Val Arg Pro Glo Val Asp Val Met Cys Thr Ala Phe 
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(16) 

29 30 
115 120 125 

Bis Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala 

130 135 140 

Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys 
145 150 155 160 

Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala 

165 170 175 

Ala Cys Leu Leu Pro Lys Leo Asp Glu Leo Arg Asp Glu Gly Lys Ala 

180 185 190 

Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Pbe Gly 

195 200 205 

Glu Arg Ala Pbe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe 

210 215 220 

Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr 
225 230 235 240 

Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp 

245 250 255 

Asp Arg Ala Asp Leu Ala Lys Tyr He Cys Glu Asn Gin Asp Ser lie 

260 265 270 

Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser 

275 280 285 

His Cys He Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro 

290 295 300 

Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr 
305 310 315 320 

Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala 

325 330 335 

Arg Arg Bis Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys 

340 345 350 

Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His 

355 360 365 

Glu Cys Tyr Ala Lys Val Phe Asp Glu Pbe Ala Glu Asp Gly Asp Ala 

370 375 380 

Lys Thr Asp Glu Ala Glu Lys Ala Glu Gly Ala Gly Asp Ala Lys Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asa Cys 

405 410 415 

Glu Leu Pbe Lys Gin Leu Gly Glu Tyr Lys Pbe Gin Asn Ala Leu Leu 

420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 

435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys Bis 

450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 

485 490 495 

Val Thr Lys Cys Cys Tbr Glu Ser Leu Val Asn Arg Arg Pro Cys Pbe 

500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Pbe Asn Ala 



8-53500 
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(17) ftB8¥8- 5 3 5 00 

31 32 
515 520 525 

Glo Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 

530 535 540 

Arg Glo lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Vat Met Asp Asp Pbe Ala 

565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 

580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 

595 600 605 

Leu Tyr Met Ala Glu Asp Gly Asp Ala Lys Thr Asp Gin Ala Glu Lys 

610 615 620 

Ala Glu Gly Ala Gly Asp Ala Lys 
625 630 632 

£?!J#^:7 &MV>Wm : cDNA to mRNA 

: 1 8 3 0 r£?«©4$?8 
: ft&fc^-Tffi^ : C D S 

: -*SS £*£<fctfl : 1 . . 18 3 0 

&m 

ATG GAT GCA CAC AAG AGT GAG GTT GCT CAT CGG TTT AAA GAT TTG GGA 48 
GAA GAA AAT TTC AAA GCC TTG GTG TTG ATT GCC TTT GCT CAG TAT CTT 96 

CAG CAG TGT CCA TTT GAA GAT CAT GTA AAA TTA GTG AAT GAA GTA ACT 144 

GAA TTT GCA AAA ACA TGT GTA GCT GAT GAG TCA GCT GAA AAT TGT GAC 192 

AAA TCA CTT CAT ACC CTT TTT GGA GAC AAA TTA TGC ACA GTT GCA ACT 240 

CTT CGT GAA ACC TAT GGT GAA ATG GCT GAC TGC TGT GCA AAA CAA GAA 288 

CCT GAG AGA AAT GAA TGC TTC TTG CAA CAC AAA GAT GAC AAC CCA AAC 336 

CTC CCC CGA TTG GTG AGA CCA GAG GTT GAT GTG ATG TGC ACT GCT TTT 384 

CAT GAC AAT GAA GAG ACA TTT TTG AAA AAA TAC TTA TAT GAA ATT GCC 432 

AGA AGA CAT CCT TAC TTT TAT GCC CCG GAA CTC CTT TTC TTT GCT AAA 480 

AGG TAT AAA GCT GCT TTT ACA GAA TGT TGC CAA GCT GCT GAT AAA GCT 528 

GCC TGC CTG TTG CCA AAG CTC GAT GAA CTT CGG GAT GAA GGG AAG GCT 576 

TOG TCT GCC AAA CAG AGA CTC AAA TGT GCC AGT CTC CAA AAA TTT GGA 624 

GAA AGA GCT TTC AAA GCA TGG GCA GTG GCT CGC CTG AGC CAG AGA TTT 672 

CCC AAA GCT GAG TTT GCA GAA GTT TCC AAG TTA GTG ACA GAT CTT ACC 720 

AAA GTC CAC ACG GAA TGC TGC CAT GGA GAT CTG CTT GAA TGT GCT GAT 768 

GAC AGG GCG GAC CTT GCC AAG TAT ATC TGT GAA AAT CAG GAT TCG ATC 816 

TCC AGT AAA CTG AAG GAA TGC TGT GAA AAA CCT CTG TTG GAA AAA TCC 864 

CAC TGC An GCC GAA GTG GAA AAT GAT GAG ATG CCT GCT GAC TTG CCT 912 
TCA TTA GCT GCT GAT TTT GTT GAA AGT AAG GAT GTT TGC AAA AAC TAT 960 

GCT GAG GCA AAG GAT GTC TTC CTG GGC ATG TTT TTG TAT GAA TAT GCA 1008 

AGA AGG CAT CCT GAT TAC TCT GTC GTG CTG CTG CTG AGA CTT GCC AAG 1056 

ACA TAT GAA ACC ACT CTA GAG AAG TGC TGT GCC GCT GCA GAT CCT CAT 1104 

GAA TGC TAT GCC AAA GTG TTC GAT GAA TTC GCC GAG GAC GGT GAC GCC 1152 

AAG ACC GAC CAA GCT GAG AAG GCT GAG GGT GCC GGT GAC GCC AAG GAA 1200 

TTC AAA CCT CTT GTG GAA GAG CCT CAG AAT TTA ATC AAA CAA AAC TGT 1248 

GAG CTT TTT AAG CAG CTT GGA GAG TAC AAA TTC CAG AAT GCG CTA TTA 1296 

GTT CGT TAC ACC AAG AAA GTA CCC CAA GTG TCA ACT CCA ACT CTT GTA 1344 

GAG GTC TCA AGA AAC CTA GGA AAA GTG GGC AGC AAA TGT TGT AAA CAT 1392 
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(18) 



ftH7'8- 5 3-5 0 0 



33 



34 



CCT GAA GCA AAA AGA ATG CCC TGT GCA GAA GAC TAT CTA TCC GTG GTC 1440 

CTG AAC CAG TTA TGT GTG TTG CAT GAG AAA AOS CCA GTA AGT GAC AGA 1488 

GTC ACA AAA TGC TGC ACA GAG TCC TTG GTG AAC AGG CGA CCA TGC TTT 1536 

TCA GCT CTG GAA GTC GAT GAA ACA TAC GTT CCC AAA GAG TTT AAT GCT 1584 

GAA ACA TTC ACC TTC CAT GCA GAT ATA TGC ACA CTT TCT GAG AAG GAG 1632 

AGA CAA ATC AAG AAA CAA ACT GCA CTT GTT GAG CTC GTGA AAC AC AAG 1680 

CCC AAG GCA ACA AAA GAG CAA CTG AAA GCT GTT ATG GAT GAT TTC GCA 1728 

GCT TTT GTA GAG AAG TGC TGC AAG GCT GAC GAT AAG GAG ACC TGC TTT 1776 

GCC GAG GAG GCT AAA AAA CTT GTT GCT GCA AGT CAA GCT GCC TTA GGC 1824 

TTA TAA 1830 



Met Asp Ala His Lys Ser Gin Val Ala His Arg Phe Lys Asp Leu Gly 
15 10 15 

Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu 

20 25 30 

Glo Gin Cys Pro Phe Glu Asp His Yal Lys Leu Val Asn Glu Val Thr 

35 40 45 

Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp 

50 55 60 

Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr 
65 70 75 80 

Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu 

85 90 95 

Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn 

100 105 110 

Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe 

115 120 125 

His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala 

130 135 140 

Arg Arg Bis Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys 
145 150 155 160 

Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala 

165 170 175 

Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala 

180 185 190 

Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly 

195 200 205 

Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe 

210 215 220 

Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr 
225 230 235 240 

Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp 

245 250 255 

Asp Arg Ala Asp Leu Ala Lys Tyr He Cys Glu Asn Gin Asp Ser lie 

260 265 270 

Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leo Leu Glu Lys Ser 
275 280 285 



E^J#^ : 8 
E?J©&£ : 6 0 9 



EM 
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(19) 1WF8-5 3 50 0 

35 36 
His Cys lie Ala Glu Val Glo Aso Asp Glu Met Pro Ala Asp Leu Pro 

290 295 300 

Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Aso Tyr 
305 310 315 320 

Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala 

325 330 335 

Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys 

340 345 350 

Thr Tyr Glu Thr Tbr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His 

355 360 365 

Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu 

370 375 380 

Pro Gin Asd Leu He Lys Glo Aso Cys Glu Leu Phe Lys Glo Leu Gly 
385 390 395 400 

Glu Tyr Lys Phe Glo Aso Ala Leu Leo Val Arg Tyr Thr Lys Lys Val 

405 410 415 

Pro Glo Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Aso Leo Gly 

420 425 430 

Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro 
Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Aso Glo Leo Cys Val Leu 

450 455 460 

His Glo Lys Tbr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glo 
465 470 475 480 

Ser Leo Val Aso Arg Arg Pro Cys Phe Ser Ala Leo Glo Val Asp Glu 

485 490 495 

Thr Tyr Val Pro Lys Glo Phe Asn Ala Glu Thr Phe Thr Phe His Ala 

500 505 510 

Asp He Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr 

515 520 525 

Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin 

530 535 540 

Leo Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glo Lys Cys Cys 
545 550 555 560 

Lys Ala Asp Asp Lys Glo Thr Cys Phe Ala Glo Glu Gly Lys Lys Leo 

565 570 575 

Val Ala Ala Ser Gin Ala Ala Leo Gly Leo Tyr Met Ala Glu Asp Gly 

580 585 590 

Asp Ala Lys Thr Asp Gin Ala Glo Lys Ala Glo Gly Ala Gly Asp Ala 
595 600 605 

Lys 
609 

:9 E5tJ©iS:cDNA to mRNA 

E3ajcDfi3 : 1 8 3 0 E?*J©1$f& 
&m<om : 88 : CDS 

®©& : Z^SS : 1 . . 18 3 0 

r*#Ov- : m«l# ftafcftfcLfctfife : E 

ATG GAT GCA CAC AAG AGT GAG GTT GCT CAT CGG TTT AAA GAT TTG GGA 48 
GAA GAA AAT TTC AAA GCC TTG GTG TTG ATT GCC TTT GCT CAG TAT CTT 96 
CAG CAG TGT CCA TTT GAA GAT CAT GTA AAA TTA GTG AAT GAA GTA ACT 144 
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(20) 



8-53500 



0 

7 3 



1 

7 3 



37 



38 



GAA TTT GCA AAA ACA TGT GTA GCT GAT GAG TCA GCT GAA AAT TGT GAC 192 

AAA TCA CTT CAT ACC CTT TTT GGA GAC AAA TTA TGC ACA GTT GCA ACT 240 

CTT CGT GAA ACC TAT GGT GAA ATG GCT GAC TGC TGT GCA AAA CAA GAA 288 

CCT GAG AGA AAT GAA TGC TTC TTG CAA CAC AAA GAT GAC AAC CCA AAC 336 

CTC CCC CGA TTG GTG AGA CCA GAG GTT GAT GTG ATG TGC ACT GCT TTT 384 

CAT GAC AAT GAA GAG ACA TTT TTG AAA AAA TAC TTA TAT GAA An GCC 432 

AGA AGA CAT CCT TAC TTT TAT GCC CCG GAA CTC CTT TTC TTT GCT AAA 480 

AGG TAT AAA GCT GCT TTT ACA GAA TGT TGC CAA GCT GCT GAT AAA GCT 528 

GCC TGC CTG TTG CCA AAG CTC GAT GAA CTT CGG GAT GAA GGG AAG GCT 576 

TCG TCT GCC AAA CAG AGA CTC AAA TGT GCC ACT CTC CAA AAA TTT GGA 624 

GAA AGA GCT TTC AAA GCA TGG GCA GTG GCT CGC CTG AGC CAG AGA TTT 672 

CCC AAA GCT GAG TTT GCA GAA GTT TCC AAG TTA GTG ACA GAT CTT ACC 720 

AAA GTC CAC ACG GAA TGC TGC CAT GGA GAT CTG CTT GAA TGT GCT GAT 768 

GAC AGG GCG GAC CTT GCC AAG TAT ATC TGT GAA AAT CAG GAT TCG ATC 816 

TCC ACT AAA CTG AAG GAA TGC TGT GAA AAA CCT CTG TTG GAA AAA TCC 864 

CAC TGC AH GCC GAA GTG GAA AAT GAT GAG ATG CCT GCT GAC TTG CCT 912 

TCA TTA GCT GCT GAT TTT GTT GAA ACT AAG GAT GTT TGC AAA AAC TAT 960 

GCT GAG GCA AAG GAT GTC TTC CTG GGC ATG TTT TTG TAT GAA TAT GCA 1008 

AGA AGG CAT CCT GAT TAC TCT GTC GTG CTG CTG CTG AGA CTT GCC AAG 1056 

ACA TAT GAA ACC ACT CTA GAG AAG TGC TGT GCC GCT GCA GAT CCT CAT 1104 

GAA TGC TAT GCC AAA GTG TTC GAT GAA TTT AAA CCT CTT GTG GAA GAG 1152 

CCT CAG AAT TTA ATC AAA CAA AAC TGT GAG CTT TTT AAG CAG CTT GGA 1200 

GAG TAC AAA TTC CAG AAT GCG CTA TTA GTT CGT TAC ACC AAG AAA GTA 1248 

CCC CAA GTG TCA ACT CCA ACT CTT GTA GAG GTC TCA AGA AAC CTA GGA 1296 

AAA GTG GGC AGC AAA TGT TGT AAA CAT CCT 0 GAA GCA AAA AGA ATG CCC 1344 

TGT GCA GAA GAC TAT CTA TCC GTG GTC CTG AAC CAG TTA TGT GTG TTG 1392 

CAT GAG AAA ACG CCA GTA AGT GAC AGA GTC ACA AAA TGC TGC ACA GAG 1440 

TCC TTG GTG AAC AGG CGA CCA TGC TTT TCA GCT CTG GAA GTC GAT GAA 1488 

ACA TAC GTT CCC AAA GAG TTT AAT GCT GAA ACA TTC ACC TTC CAT GCA 1536 

GAT ATA TGC ACA CTT TCT GAG AAG GAG AGA CAA ATC AAG AAA CAA ACT 1584 

GCA CTT GTT GAG CTT GTG AAA CAC AAG CCC AAG GCA ACA AAA GAG CAA 1632 

CTG AAA GCT GTT ATG GAT GAT TTC GCA GCT TTT GTA GAG AAG TGC TGC 1680 

AAG GCT GAC GAT AAG GAG ACC TGC TTT GCC GAG GAG GGT AAA AAA CTT 1728 
GTT GCT GCA AGT CAA GCT GCC TTA GGC TTA TAC ATG GCC GAG GAC GGT 1776 
GAC GCC AAG ACC GAC CAA GCT GAG AAG GCT GAG GGT GCC GGT GAC GCC 1824 
AAG TAA 1830 

Mas;- : Efgtf 

mi 

GATCC ATG GCC GAG GAC GGT GAC GCC AAG ACC GAC CAA GCT GAG AAG GCT 50 
GAG GGT GCC GGT GAC GCC AAG TA 73 



Rwomm : &<Dm& ^dna 

7>?±>A : Ye s 



E*3J#^ : 1 2 



AGCTTA CTT GGC GTC ACC GGC ACC CTC AGC CTT CTC AGC TTG GTC GGT CTT 51 
GGC GTC ACC GTC CTC GGC CAT G 73 

50 &M<D&S. : 2 8 
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(21) ft0fj¥8-5 3 5 OO 

39 40 

AGACCATGGA TGCACACMG AGTGAGGT 28 
: l 3 : -*« 

E^J©fi3 :20 h#D5*— : it®** 

E5*l 

AATAAGCTTT TGATCTTCAT 20 

E»# : i 4 J0*«©S : -*« 
EFJO&S : 2 0 b#Ov>- : 

Bn«>fi:Wft * mmnmrn i £$dna 

e^ 

agcaagcttt ggcaacaggc 20 
mmn : 1 5 : -*« 

EflOfiS : 2 9 h#Di?- : 

E810S!:«K * E»S® -nfifcDNA 

AGCAAGCTTG ATGAACTTCG GGATGAAGG 29 

E»^ : 1 6 20+m(Dfk : -*« 
E«&£ : 2 4 b#ni*- : i£&** 

E»S:&& ♦ E^osm : MDNA 



AGCGAATTCA TCGAACACTT TGGC 24 

:17 *mosc:~*«a 

E^JOgS : 2 9 htfnv?— : ifiSStf 

E?J©g : * 

AGCGAATTCA AACCTCTTGT GGAAGAGCC 29 
EFi#-*t : 1 8 30Xm<D& : — 

E#l®fiS : A 0 h#D^- : 

EMCDShtKK * E?>J©«gi : tecO&& -nfiSDN A 

E*! 

AAGAAGCTTG AATTCACATG TATAAGCCTA AGGCAGCTTG 40 
E3WI : 1 9 : -#8 

E?J©&$ : 2 5 h#D$>— : E&tt 

EH 

AGCCCATGGC CGAGGACGGT GACGC 25 

E3*J#*§ : 2 0 40-bm(D&. : -*« 

EH<7)£$ : 2 9 h#D5?- : ESStf 

E#J<0Sh&K * E»S§i:ffie>&& MDNA 

EH 

AGCCCATGGC TTGGCGACAC CGGCACCCT 29 

EH#*t : 2 1 : -*« 

E#J<Dfi3 : 2 9 h#D5?- : ESSl* 

EH©§3:&& ♦ E8I©8S:te®tftK ^DNA 

EH 

AGCAAGCTTG CCGAGGACGG TGACGCCAA 29 

EH#^ : 2 2 50 EH<0fiS : 2 6 
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(22) 



8-53500 



: 2 3 
E3ajco§2 : 2 9 



: 2 4 
£?U<Z)g£ : 2 9 



: 2 5 
: 7 1 



41 



AGCAAGCTTG GCGACACCGG CACCCT 



AGCGAATTCG CCGAGGACGG TGACGCCAA 



42 



26 



29 



AGCGAATTCC TTGGCGACAC CGGCACCCT 



★ temommiteomm. ^dna 

29 

ir &m<Dmm:m(Dim ^dna 

CC ATG GCC GAG GAC GGT GAC GCC AAG ACC GAC CAA GCT GAG AAG GCT GAG 50 

71 



GGT GCC GGT GAC GCC AAG TAA 

[01] »^^-pTL 2 Bml (Dm&m-C&Z. 
[02] SDS-PAGEMT^. 
[03] «i7XX^>^Oy hSS0TS*. 

[04] &mmmmm&fe&Mfe&&*7K?tf : 7y~?$> 



5] »^^pRL2L0ifiEBlT$.S. 
16] ai^^-pRL2M©M"C$*. 
17] %S^^-pTL2M©M-e^. 
18] 8gK^-pTL2BmCDfl||£0T<&£. 



[01] 



[02] 



[03] 



5V40 
terminator 


















200 kO» — 






==? 


ZDOkSa — 












SV40 


11SkO* — 




SB 


B2 




promoter 














Htm — 




B. 


IB- 


mh* — — 


hCMV 












promoter 


4«K* — 


111 Bill 


Hid in 


MI ill 


42«3o — 




SOUto — 




■HI 








II D! 


sa 
= 


111: 


aohOs— 




17U* — " 








iTkDa— 
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(23) 



-53500 



[04] [05] 




SV40 
promoter 

hCMV 
promoter 



\ 

t hV*a**> ICONA 
[06] [07] 

SV40 SV40 




[08] 



SV40 
terminator 
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(24) »BB¥-8~5 35 0 0 



(5i)int.ci.« /rfc&g## fi mi&^mm 

//(C12N V19 
C 1 2 R 1:645) 
(C 1 2 P 21/02 
C 1 2 R 1:645) 

(72) xm m- n=f- a2mm% as » 

(72)5291* BBS fe3 
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